Key indicators: single-crystal X-ray study; T = 153 K; mean (C-C) = 0.004 Å; R factor = 0.059; wR factor = 0.152; data-to-parameter ratio = 17.9.
In the title compound, C 14 H 16 N 2 O 4 S, the ethoxycarbonyl group is nearly planar, with an r.m.s. deviation of 0.0067 Å , and is almost coplanar with the pyrrole ring [dihedral angle = 5.81 (15) ], whereas it is inclined at a dihedral angle of 61. 90 (13) to the phenyl ring. The dihedral angle between the pyrrole and phenyl rings is 56.15 (13) . In the crystal, centrosymmetrically related molecules are linked into dimers by pairs of N-HÁ Á ÁO hydrogen bonds, forming rings of R 2 2 (10) graph-set motif. The dimers are further connected by weak intermolecular C-HÁ Á ÁO hydrogen bonds and C-HÁ Á Á interactions, forming layers parallel to the bc plane.
Related literature
For the pharmacological and biological activity of pyrrole-2-carboxylate derivatives and sulfonamides, see: Brienne et al. (1987) ; Burnham et al. (1998) ; Fan et al. (2008) ; Fu et al. (2002) ; Gupton et al. (1999) ; Manzanaro et al. (2006) ; Mayer et al. (2009) ; Yoshikawa et al. (1993 Yoshikawa et al. ( , 1998 . For a related structure, see: Khan et al. (2010) . For standard bond-length data, see: Allen et al. (1987) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C2-C5/N1 ring. Data collection: CrystalClear (Rigaku, 2005 ); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 (Burnham et al., 1998; Gupton et al., 1999; Fan et al., 2008) , antidiabetic, aldose reductase inhibition (Mayer et al., 2009; Manzanaro et al., 2006) anti-inflammatory and analgesic activities (Fu et al., 2002) . Likewise, compounds containing the sulfonamide moiety have their own biological importance as antifilarial (Brienne et al., 1987) anti-inflammatory, antipyretic, analgesic and antiallergy agents (Yoshikawa et al., 1993; Yoshikawa et al., 1998) The title compound was synthesized as an intermediate which will be used in search of new potent anti-inflammatory and/or analgesic agents. Its crystal structure analysis was undertaken in order to establish the conformation of the various groups. (Allen et al., 1987) and comparable to those reported for a related structure (Khan et al., 2010) .
In the crystal structure ( Fig. 2) , N-H···O hydrogen interactions (Table 1) link centrosymmetrically related molecules into dimers forming rings of R 2 2 (10) graph-set motif. The dimers are further arranged into layers parallel to the bc plane by weak intermolecular C-H···O hydrogen bonds and C-H···π interactions (Table 1) .
The title compound was prepared by mixing 2-(phenylamino)ethyl-1H-pyrrole-2-carboxylate (1.0 g, 1.8 mmol), triethylamine (0.88 g, 8.8 mmol) and methanesulfonyl chloride (0.1 g, 8.8 mmol) in dichloromethane (6 ml) under nitrogen in sealed tube. The reaction mixture was stirred for 4 h at 273 K. The mixture was poured onto ice, and then sodium bicarbonate (10 ml, 10%) was added and the solution stirred for 10 minutes. The organic layer was separated and the aqueous layer was extracted with dichloromethane. The combined organic layers were dried over MgSO 4 , filtered and concentrated, yielding the a white precipitate of the title compound. Colourless needle-shaped single crystals of the title compound suitable for X-ray structure determination were recrystalized from dichloromethane by the slow evaporation of the solvent at room temperature after several days.
Refinement
H atom attached to N1 was located in the difference Fourier map and refined isotropically. All other H atoms were placed in calculated positions with d(C-H) = 0.95 Å for aromatic, 0.99 for CH 2 and 0.98 Å for CH 3 atoms. The U iso values were supplementary materials sup-2 constrained to be 1.5U eq of the carrier atom for methyl H atoms and 1.2U eq for the remaining H atoms. A rotating group model was used for the methyl groups. The highest residual electron density peak is located at 1.13 Å from S1 and the deepest hole is located at 0.75 Å from S1. Figures   Fig. 1 . The molecular structure of the title compound, showing 50% probability displacement ellipsoids. 
Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C2-C5/N1 ring. 
